Collective analysis



The collective analysis Tfunction has been
added in version 1.1
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Switch on the “collective analysis™ and the
contents of the menu bar changes
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Collective analysis sefttings screen

e (If Image registration and ROl settings are necessary, complete these beforehand)

, B

n = It is possible to change settings for pre-processing, data matrix settings,
= test, PCA, PLS, and project file saving.

B It is possible to select testing, PCA, PLS, and project file saving.

n Save 1




1. Pre-processing (normalization)

Spectrum normalization method can be set.

Specified Method




/. Data matrix settings

Collectively Analyze
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B For the data matrix settings, you can choose between target and non-target
settings.

n Save project file !
If using peak picking results, first carry out peak picking from the main window.
If the ROI spectrum is necessary at this point, data matrix calculations should be
carried out beforehand in the normal procedure.




2. Data matrix settings

T peak picking is necessary:
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2. Data matrix settings

Peak picking
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2. Data matrix settings

'he peak picking results are automatically
nput and become target peaks
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3. lTest
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T ~ attributes are required
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Saving a project file

Collectively Analyze

Save As
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None
Input is required. o
E:rﬂ Data Matrix
Target

To save the file, select the destination folder and enter
R the name of the project file to be saved.

H Save project file !

Uncheck the box if you do not want to save the file.




Once all settings are complete, click "Confirm”




A confirmation window appears
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The execution details are displayed.
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Once the
results ap

Drocess is complete, analysis
bear on the main window
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