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1. Start Garuda and VANTED

Start Garuda from a shortcut on your desktop.

When Garuda starts up, the following screen appears.
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Click the VANTED icon to start it.
When VANTED starts up, the following screen appears.
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2. Create Metabolic Map
2. 1. Create a New Metabolic Map
Creates a new metabolic map.
Click the [Open an empty graph] icon.
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The following screen appears. Create a metabolism map on this
screen.

As an example, create a metabolic map for the TCA cycle.
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2. 2. Create Boxes

Create the boxes required for the metabolic map.
First, click the following icon.
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* [B}luse to create boxes or connect boxes together.
== use to select boxes and lines.

Click to create a box.
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Create boxes as needed for the TCA cycle.
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2. 3. Change Boxes Layout

Change the layout, such as the size and color of the boxes you
create.

Click the icon below to select the box. After clicking the icon, click the
box whose layout you want to change.
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*If you want to change the layout of multiple boxes in the same
way, you can select multiple boxes by dragging the target boxes.
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You can resize the box by dragging its corners.
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Change the color of the box from [Attributes] — [Node]

on the right side of the screen.
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cperiments | Layout | Analysif | Attributes
ee
[ pply Ghanges ][ Complete Redraw
¥ Hode Attributes
Size 80 180/
Position -
¥ Shape
Border-width -0 =
Border Drawing | -
Fil-Golor [ white ]
Frame-Calor l black l
Gradient Fill (%) D v
Opacity 1 :
Rounded Carners 5 :
Shape C] Rectanele -

I b ]

@ Reflect the settings.
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Set the line thickness and color of the outer
frame of the box as shown on the right.
Click [Apply Changes] to reflect the settings.
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*If you want to adjust the position of the box and it is in
the right mode, you can select the box you want to
adjust the position and adjust the position.

Mode | Edee
)}
[ Apply Changes i | Complete Redraw ]
J
¥ HRode Attributes
Size IS 180
Fosition
~
+ Shape
Border-ividth O-+=0 3 :
Border Drawing ol
Fill-Calor [ whits ]
Frame-Caolor l deep sky blue l
Gradient Fill () D -
Opacity =
Rounded Corners 5 :
Shape: [:] Rectangle - /
) -

® Set the box layout.
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2. 4. Connect the boxes
Connect the boxes with lines. Change to the following mode.
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Drag the boxes you want to connect together.
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If you want to erase a line, click the line you want to erase to
select it and press the Delete button on your keyboard to erase it.
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2. 5. Change Lines Layout

Change the layout of the lines connecting the boxes.

Select a line and change the line color from [Attributes] — [Edge]
on the right side of the screen.
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Fathways | [ Layout | Anal ls Attributes
Metwork | Nofe | Edee
Apply Changes [ Complete Redram |
*  frow Tail
Golor [ black

Shape |m— ~ | Select

¥ Docking

Source O
Targat =[]

¥ Edee Attributes

Arrow Head —’I -

Arrow Size | Relative to Thickness

Colar | | black. | |
L B — -
Gradient (=]

Shape Straieht Line -
Thickness -] =
~ Shape

Opacity 1=

Set the line type, color, and thickness as ShOoWN p——""

on the right.

Click [Apply Changes] to reflect the settings.
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@ Reflect the settings.

Pathwnays | [ Experiments | Laout | analysis | Attributes
TR TR )

[ I #Apply Ghanees ) mplete Redraw

¥ Arrow Tail

calor [ black.

Shape | ——— - | seket

¥ Docking

Source O
Target ()

/"~ Edee Attributes

Arraw Head

from Size | Relative to Thickness

GColor | | deep sky blug
Drawing |
Gradient B
Shape -
Thickness (=[]
~ Shape

\ Opacity

N

@ Set the line layout.
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2. 6. Display Compound Names
Displays the name of the compound in the box.

Select the box in which you want to enter the name of the compound
and click to display the following screen.
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Apply Changes Comp
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Enter the name of the compound and the information required to
tag it.
[ Edit Label =S|

Edit the node or edee labels.
HtpoI\rpnald‘\ractrscfl hmaks trttnlhltxtwtn <htm|>
HTML codes for specisl characters such as o, 8, v U'8alpha;”, “Sbeta;”, “Sgamme;”) cr line breaks ("ebe>").
Lebel  |Poruvic acid Enter the compound name
Pogition | centered - |
Frame :no frame v:
Tooltip
URL
- PRI
:h\dden (not shown) = ::no frame [ (kege: G022, InChiLCTONWE ANYUPML-UHFFF ACYSA-N)CHEBEL328 16) ]
A :h\dden (not shown) = ::no frame A
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4
|hidden (not shown) = |no frame e
:h\dden (not shown) = ::no frame -
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Change the position of the compound name and the layout of the

text.

Select the box and change it from [Attributes] — [Node] on the

right of the screen.
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Pathwy; eriments | Layout | Anal
Netvedrl | Node | Fliee
[ _Rﬂb'@'c-hanges ][ GComplete Redraw
¥ Label
Pogition
|
Golar l black l
Fonit Arial -
Font-Size 12 :
Font-Style [ bold
[ italic
[T Mouse aver
o fra -
Text Select
¥ Hode Attributes

Set the position where the compound name is to be

displayed, and the layout of the text as
shown on the right.

Click [Apply Changes] to reflect the settings.
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@ Reflect the settings.

Pathways | [T Experiments | Layout | Analysis | Attributes
I fipply Chanees [ Jcomplete Redraw |
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Font |rial -
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® Set the text layout.
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2. 7. Save

Save the metabolic map you created.

Click [Save the current graph as ...], set the data type to GML,
give a file name, and save.

[/ VANTED v2.5.4 for Garuda

File Edit Mapping Network Window 7 B
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= [not saved 11* - view 1

- Pyruvic acid
# Saveos . =
FrAILOIERTD: | | ganda - Feef-
garudag
s GarudaCommunity1.3bata-Win nzyme A
BR{Eoi1R.. ShimadzuGadgets_SampleData
ShimadzuMultiomicsGadgetPack
TR
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Save as GML

*If there is a space in the file name, the data cannot be read, so name the file
without using the space.

12



) SHIMADZU

2. 8. Change Bars Layout
When opened in the Metabolic Map from which the data was created,

it looks like this.

A VANTED v2,5.4 for Goruda
Fie 6t Mapping Network Yindow
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Actve Zoom: 7%

Change the layout such as the color e )

Network. | flode | Edee

| — Apply Changes |[_ complete Redraw |

of the bar. e — E

Directed Edees

You can change the bar layout from B —

. . Eackeround Color I black 1
[Attributes] — [Network] on the right | seean =———ae—
side of the screen.

¥ Charting thar—charts)

Hide bottom of Error-Bar [7]

¥ Charting (ceneral settings)

#uxis Golor silver

foris Font Size

Acis Line-Width 1
Bar-Outline/’ I \J\ s
Line Thickness || -
Gategory Labels—Skip —

Error-Bar Top-Width

Giobal Condition List 231.LDN:3 N_436 DMSO /N 431
Grid Colr
. =
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Set the layout of the bar as shown on the
right.

@ Reflect the settings.

Experiments | Layout | Anahysis| Atirbutes |

Network | Node [ Edge

l #Apply Changes ) | Gompiete Redran._

¥ Network Attributes =

5
G

Click [Apply Changes] to reflect the
¥ Charting (Goloring of developmentsl stages)
Setti n S Background Golor I black. 1
g . Backeround Coler left of & [ light eyan )
Backeround Golor right of B[ light yeliow |
Time & gl
{4 =disabled, 0. enabled) =
Time B RIE
c (-1 =disabled, D.xenabled) =] ||
Flle Edt Mapping Network Yyindow 2
Bo(B@| Xne/de QAAXE 2 « @ B & &  Discover | 7 Charting (vor-charts)
= o —
[Joutpitgmi® - view 1 ] == \
Pyruvic acid ’ ¥ Charting (senersl settings) \
. = #ixis Font Size 301
|| Axis Line=Width 1=
Bar-Outline/ T \4\ o=
Acetyl coenzyme A Line Thickness -ﬁ -
Categary Labels-Skip 1
im T ==
Error-Bar Top-Width 0

Oxaloacetate

Malic acid

il

Fumaric acid

‘ J

Citric acid
‘ 4

Isocitric acid

Blm

2-Ketoglutaric acid
| [np
Succinic acid

(181 |

 N_436 DMSO/M 436 DMSO;

Global Gondition List

ok
Grid Line-ibidth 05
Horizontal/Vertical

~ Label Rotation (deeres) 0

@ve Space for Empty Conditions [ |
@ Set the bar layout
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